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2.4mM, 2.7mM,
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FACTORS IN PCR REACTION SYSTEM INFLUENCING
POTATO RAPD MARKERS

Chen Xuging, Liu Jun, Zheng Yonglian and Xie Conghua
(College of Life Science and Technology. Huazhong Agricultural University. Wuhan Hubei 430070)

ABSTRACT . Different potato cultivars were involved in the experiment aiming at to establish a sta~
ble and efficient PCR system for potato RAPD markers- An improved protocol of DNA extraction with small
amount of potato plant materials was developed- The effects of concentrations of Mgz‘ » primer and sub™
strate (ANTP) were investigated- The results showed that. in a PCR system with 10 mer primers. a rela-
tively high concentration of Mg2 ) (1.5~2.7 mM in the experiment) insured a good result of the PCR re-
action while a proper concentration of the primer and substrate should be obtained, which were 0.8 and 80
~180 M respectively . lower produced undetectable bands and higher affected the specificity of amplified
products- The obtained optimized PCR system was approved with DNA samples of the other crops such as

rice; maize; tomato and oil seed rape-

KEY WORDS : potato; PCR (Polymerase chain reaction); RAPD (Randomly amplified poly-
morphic DNA)



