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GENE EXPRESSION ASSOCIATED WITH AVIRULENCE GENES IN
PHYTOPHTHORA INFESTANS IS REVEALED BY ¢cDNA-AFLP
COMBINED WITH BULK SEGREGANT ANALYSIS (BSA)
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ABSTRACT: ¢DNA-AFLP analysis on 4 pools consisted of Phytophthora infestans isolates bearing the dif -
ferent genotypes of six avirulence genes with 256 ApoT2 and Taq+2 PCs. resulting in 20 candidate TDF's for
Avrl, 28 for Avr2, 16 for Avr3-Avrl0-Avrll and 21 for Avrd. so in total 85 interesting TDFs- These
TDFs mainly distributed from 100 bp to 300 bp. the minimum size being 60 bp and the maximum size being

440 bp.

mechanism of vertical resistance-

Obtainment of these TDFS will be beneficial for us to clone fulllength avirulence genes and study the

KEY WORDS: Phytophthora infestans; race specific avirulence genes; cDNA-AFLP; BSA; Differentially

ex pressed sequences



