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coense s
, : 18 ,
(S) (R), (MS) (MR)
: (DI) (DS) (DI=-0.39+4 DS, r
=0.921), SCAR SCAQ74s  SCA124,
(MS) 3 : CHT-3 CHT-5 CHT-6 CHT-10 CHT-15 5
(Ralstonia solana- ,
cearum) , 50 200 (Endosperm Balance Num-
2 , ber, EBN) ,
1 [2] 1 1
10%~30%, ,
80% 2 Bl
[ ,
, S. phureja  S. steno-
tomum S. goniocalyx S. jamesii  S. 1
pirmatisectum S.
sparsipilum S. multidissectum  S. chacoense S. 1.1
microdontum  S. raphanifolium 81-15
; S. chacoense
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© “863"  (2003AA207130) CHT-2 CHT-3 CHT- 18,
(38970516)

S. chacoense ,
(1972-),

- 88
. E- mail: xiech@mail.hzau.edu.cn , MS



- 199

2% 0.7% , pH5.8
16 h, 3000~4000 Ix, (20£1)
1.2
1 ( 3 ) 3 (
2 ),
TCZ e
1.3
: (0.4%)
1 ,3
10
3~4 cm , 6~7 cm
) 30 mL (
105~10° cfu mL?) 1,
25 d,
(Severity Level, SL)
, 0 ;1 1
2 2~3 ;3 1/2~3/4
;4 3/4 7 b
(Disease Score, DS) DS=3 ( SL
X SL)/
DS , ]
Bl , : (R): 0~1.9;
(MR): 2.0~2.9; (MS): 3.0~3.9;
(S): = 4.0
1.4
, 60 cm 30 cm
, 3 , 20
( Dis-
ease Index, DI) (R): 0~7.9;
(MR): 8.0~11.9; (MS): 12.0~15.9;
(S): = 16 DI=53 ( SL X SL)
/( X SL) x100%
15

SCA12y,

SCAQ7 1™ )

Aljanabi  Martinez™ DNA
PCR (25 wL) 200 pmol L* dNTP
1.5 mmol L* MgCl, 0.5 pmol L ! 1.2U
Taq 20 ng DNA PCR
94 3 min; 92 25s 62 80s 72 1
min 30 ; 72 5 min
1.5% ( 05pg mL*? )
2
2.1
, 3d ,
15d S. chaco-
ense , -88
15d 90%, 18 d 100%
30%, 90% ( 1
50~68 d
28%,
: ( 2
2.2
1 (CHA)
- 88 4.2+0.15,
18.67% +0.58%,
, CHT-4
4.1, ; CHT-3
CHT-5 ;. CHT-11
CHT-12 CHT-16 3
(DS)
(D1),
DI=-0.39+4DS (r*= 0.921™)
1 4%
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1
(%) ’
+ o + o SCAO7us SCA1 24 o o
CHT-1 3.1+0.36 MS 12.44+0.77 MS - + MS
CHT-2 3.2+0.32 MS 12.83+1.04 MS - + MS
CHT-3 0.7+0.40 R 1.67+2.89 R + - R
CHT-4 4.1+0.38 S + - S
CHT-5 1.2+0.26 R 5.00+0 R + + R
CHT-6 3.2+0.36 MS 13.25+2.46 MS + + R
CHT-7 + +
CHT-8 3.8+0.15 MS 14.83+2.25 MS - + MS
CHT-9 + +
CHT-10 3.3+0.21 MS 11.08+1.01 MR + + R R
CHT-11 2.2+0.10 MR 10.00+0 MR - + MR
CHT-12 2.1+0.46 MR 8.19+0.64 MR - + MR
CHT-13 3.2+0.21 MS 12.41+1.42 MS + - MS
CHT- 14 + +
CHT-15 31 MS + + R R
CHT- 16 2.240.15 MR 7.50+2.50 R - + MR
CHT-17 3.5+0.25 MS 9.94+2.24 MR + - MS
CHT-18 + + R
CHA 0.0+0 R 0.00+0 R R
-88 4.2+0.15 S 18.67+0.58 S
Do .- ; **R . MR , MS .S
SCAOT 4
bp
2000
1 000
= 750
ERTH 1,|. S500)
SCARZw M 1 234567891011 12 13 14 15 16 17 I8
bp
2000 -
50 B 980 bp
250
B3 SCA07,, 1 SCAI12,, I/ Hh4E 5
M: DNA muker DL2000; 1-18: CHT=1, CHT=2, CUT-3, -, CHT=18: §i3k 05 A5 5 R
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Evaluation of Resistance to Rolstonia solanacearum
of Potato Somatic Hybrids

LI Ying, CAIl Xing- kui, LI Lin-zhang, XIE Cong- hua

('National Center for Vegetable Improvement Central China Branch; Key Laboratory of Horticultural Plant Biology, Ministry of Education;

Potato Engineering and Technology Research Center of Hubei Province, Wuhan 430070, Hubei, China )

Abstract: The evaluation of resistance to bacterial wilt of the somatic hybrids, which were derived from the
protoplast fusion between dihaploid of Solanum tuberosum 81- 15 and wild species S. chacoense, was conducted
in addition to the investigation of their morphological and biological characteristics. The purposes were to assess
the capability of the somatic fusion strategy in transferring bacterial wilt resistance between species, efficiency of
the resistance evaluation techniques and potential use of the somatic hybrids in potato breeding programme. The
results showed that resistance among 18 somatic hybrids tested varied from susceptible (S)to resistance (R) with
majority assigned to mid- susceptible (MS)and mid- resistance (MR). There was a significant linear relationship
between the disease score(DS), a criteria used in the artificial inoculation of the pathogen against the hybrids in
plastic house, and the disease index(Dl), a criteria used in the field trial by growing hybrids in the infected soil,
which could be represented as DI =-0.39 +4DS, (r’=0.921). The flank SCAR markers, SCA07 s and SCA12;,,
were applied for the resistance evaluation and the specific bands of the two markers present in the hybrids
showed resistance levels from MS to R in the inoculation and field trial. By considering together the evaluation
results, somatic hybrids CHT- 3, CHT-5, CHT-6, CHT- 10 and CHT- 15 performed high resistance to bacterial
wilt, indicating that somatic fusion is an efficient way to use the resistance of wild potato germlasms.

Key Words: potato; somatic hybrids; bacterial wilt; resistance evaluation



