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A Quick Method to Estimate T- DNA Copy Number in
Potato Transgenic Plants Using Inverse PCR
Nan Xiangri

( Heilongjiang Academy of Agricultural Sciences, Harbin, Heilongjiang 150086, China )

Abstract: Inverse PCR technique was used to analyze T- DNA copy number in PLRV- CP gene transformed
potato offsprings obtained by protoplasts mediated way. The results were identical to Southern Blot. Through RT-
PCR analysis, low copy number transgenic plants showed positive reaction and multi - copy number showed
negative reaction. It was suggested that the expression of foreign gene was influenced by the T-DNA copy
number. Inverse PCR technique provides a quick and efficient way to estimate T- DNA copy number in potato
transgenic plants at early stage and eliminate repeat induced gene silencing plants caused by multi- copy T- DNA
number, providing a valid method to obtain a stabile expression transgenic plant.
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