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Detection of Potato Virus S by Reverse Transcription-
polymerase Chain Amplification

Wu Liping*? Wang Di*?, Si Huaijun®3 Wang Huajun*? Lu Ping~2, Jia Xiaoying"?

(1. Agricultural College, Gansu Agricultural University, Lanzhou, Gansu 730070, China;

2. Gansu Key Laboratory of Crop Genetic Improvement and Germplasm Enhancement , Lanzhou, Gansu 730070, China;

3. Life Science and Technology College, Gansu Agricultural University, Lanzhou, Gansu 730070, China )

Abstract: A pair of DNA primers were designed and synthesized based on the nuclectide sequence of the
coat protein (CP) gene of potato virus S (PVS). Two methods were compared for isolation of total RNA from virus-
infected and healthy potato tissue. The total RNA with high purity and quality was obtained using the improved
method. The RNA could be used for cDNA synthesis and polymerase chain reaction (PCR). A specific PCR
fragments about 642 bp was obtained, which was same as the length of PVS CP gene, while no amplified products
were obtained from the healthy tissue samples. The experiment established a rapid, sensitive and simple means for
PVS detection and provided a new method for PVS detection at the level of gene.

Key Words: potato virus S (PVS); RT- PCR; virus detection
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