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Test for Soft Rot Pathogenic Bacteria on Potato
via the Method of 16SrDNA PCR

Wang Min', Zhang Ru?

( 1. Gansu Academy of Agricultural Sciences, Lanzhou, Gansu 730070, China;

2. College of Agromomy, Gansu Agricultural University, Lanzhou, Gansu 730070, China )

Abstract: The soft rot of potato is one of the bacterium diseases influencing potato production. In order to

improve the quality and yield of potato and decrease the rotten tubers, it is necessary to test the pathogen

responsible for the soft rot effectively in potato. The test of soft rot pathogenic bacteria on potato via the method

of 16S rDNA PCR was proven to be feasible and reliable. In the process of primer screening, the right primer can

be reached by effective design based on the target tested. In the case of soft rot, 16S rDNA PCR could be used

1o test the pathogen, and this work lay a sound foundation for rapid detection of soft rot in potato.
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