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Advance in Potato Breeding for Resistance to Cold-induced Sweetening
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Abstract: Cold-induced sweetening (CIS) caused by sugar accumulated in tubers during storage at low temperatures can
result in a poor-quality of chipping and French fries. Thus, it is important to improve potato breeding on CIS tolerance. However,
physiological mechanism of CIS is a complicated progress, which is not very clear yet. In this paper, we reviewed the
achievements of potato breeding for CIS tolerance, which contained researches of physiological mechanism of CIS,
improvements of potato germplasm resource, achievements of traditional potato breeding and genetic engineering assisted
breeding in recent years, and we hope to give helpful information to other breeders who worked on CIP breeding.
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