<100 ¢ 27 2 2013

5532 A 1672-3635 2013 02-0100-06

A

1. 410128 2. 410128 3. Potato Research
Center, Agriculture and Agri-Food Canada, 850 Lincoln Road, P.0. Box 20280, Fredericton, NB E3B 4Z7, Canada

LAAE A g5 (Potato virus A, PVA) R LAAE A P F R EHR T EWmAEZL—, PVA CktdF A%
Hiadh, ELHF ETIRGERSE SRS, HAE A e PVA 694k 2 A X, PVA ARAL L 46 PVY & S 55
09 I AAL BT 5 B IR AE 53%~58%2 ), Yarhy 11 ARG AEKRRMIS . HROmT, FRtrdE. RABIHAL
55 M a 5 @AALBMHE, DAET PVA Ml 5 A MF (HR) Ao das 2 (ER) &, 4t
PVA 83U 2254 BHARA-FO L, BEAEANFEIE . RNA A-F68 ., PVA 8 ERMLEL PVA
P IR R A2 Fe L PVA 250K 37 Rk R A B 9T E 5,

PVA; #umsmik; ABEA,; ok

Research Progress on Potato Virus A

ZHANG Wei'? HU Xinxi*? XIONG Xingyao"? NIE Xianzhou?®, HE Changzheng'?*

(1. College of Horticulture and Landscape, Hunan Agricultural University, Changsha, Hunan 410128, China; 2. Hunan Potato
Research Center, Changsha, Hunan 410128, China; 3. Potato Research Center, Agriculture and Agri-Food
Canada, 850 Lincoln Road, P.O. Box 20280, Fredericton, NB E3B 4Z7, Canada )

Abstract: Potato virus A (PVA) causes serious viral disease in potato production. The host range of PVA is restricted to
Solanaceae, and symptoms caused by PVA on potato depend on climatic conditions, potato cultivar and PVA strain. Overall
nucleotide sequence of PVA identity compared with other completely sequenced potyvirus genomes is between 53% and 58 %.
The PVA genome is expressed as a single polyprotein that is subsequently cleaved to 11 mature proteins functioned in DNA
replication, protein processing, aphid transmission, systemic movement and interaction with host component. Potato defense
against viruses is mainly highly devided into hypersensitive response (HR) and extreme resistance (ER), and the resistance is
mediated by dominant gene, recessive gene or RNA. The pathogenic mechanism, resistance gene mining and new transgenic
strategies against PVA would be the focus of the future research.
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Figure 1 Schematic diagram of PVA genome
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