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Abstract: The main component which affects SSR-PCR reaction system on potato, including template DNA, dNTPs

concentration, primer concentration, buffer concentration, Tag enzyme concentration and annealing temperature, were

optimized in a single factor experiment, and the optimized SSR amplification reaction system was established. The results
indicated that 20 pL volume SSR-PCR system containing 60 ng template DNA, 0.3125 mmol/L dNTPs, 2.4 pmol primer, 1.5

mmol/L Mg®*, and 0.5 U Tag polymerase, combined with optimal annealing temperature for each primer, performed well, and

the optimized system of SSR-PCR, which was steady and reproducible, could be applied to the study of genetic diversity of

potato after PCR results were run by 2.0% agarose gel.
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Table 1 Pimers and annealing temperature of SSR

Tm (°C) 2% R Reference

514 Primer 51#741(5'— 3') Sequences of Primer
S001(STM1064) GTTCTTTTGGTGGTTTTCCT
TTATTTCTCTGTTGTTGCTG
S002(STPATP1) TGCAATGTGTCGAACAATCA
TAATTGGATAGGTCGGCCTG
S003(STM1045) GAAGTTTTATCAGAATCC
ATCACCTCATCAGCAATC
S004(STM0006) GAAGTTGACATTGAGCCC
GGATATCCATTCTTAGATGCA
S005(STM0014) CAGTCTTCAGCCCATAGG

TAAACAATGGTAGACAAGACAAA

55.0 Ghislain et al.®;  Milbourne et al.

56.0 Provan et al."”

52.5 Ghislain et al. ®'; Milbourne et al.'*

54.4 Ghislain et al.®';  Milbourne et al.

54.3 Milbourne et al. "
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M: DS 2000 Marker; K3 1~8: A FEIAFE Buffer(£5 Mg™) o
M: DS 2000 Marker; lane 1-8: different volume of Buffer (contain-
ing Mg™).
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Figure 1 Effects of Buffer ( containing Mg™ )
concentrations on SSR patterns
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Figure 2 Effects of dNTPs concentrations
on SSR patterns
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M: DS 2000 Marker; lane 1-8: different volume of primer.
B 3 SR EXT SSR-PCR #2500
Figure 3 Effects of primer concentrations

on SSR patterns
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M: DS 2000 Marker; lane 1-8: different volumes of template DNA.
& 4 1 DNA iR E X SSR-PCR #1819 220

Figure 4 Effects of template DNA concentrations

on SSR patterns
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Figure 5 Effects of Taq enzyme concentrations

on SSR patterns
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M: DS 2000 Marker; lane 1-8: different annealing temperatures.
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Figure 6 Effects of S002 primer annealing

temperatures on SSR patterns

M: DS 2000 Marker; K18 1~8: A [iliR KGR .
M: DS 2000 Marker; lane 1-8: different annealing temperatures.
B 7 5145003 A ER AR EX PCR I EHI 2200
Figure 7 Effects of S003 primer annealing

temperatures on SSR patterns

M: DS 2000 Marker; $KiH 1~8: ZR[FJiH KR -
M: DS 2000 Marker; lane 1-8: different annealing temperatures

of S004 primer.

Bl 8 351415004 A [ER AR X PCR I HEHI#0E
Figure 8 Effects of S004 primer annealing

temperatures on SSR patterns
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M: DS 2000 Marker; JkiE: 1~8 AN[AJIE JGELEE .
M:DS 2000 Marker; lane 1-8: different annealing temperatures
of S005 primer.
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Figure 9 Effects of S005 primer annealing

temperatures on SSR patterns
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1.Z302, respectively.
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Figure 10 Amplification results by primer S003 for

six potato genotypes
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