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RAPD Analysis of Genetic Diversity for Leading Potato Varieties
in Heilongjiang Province
ZHAO Guanglei', ZHANG Yakui', WU Lingjuan’, XU Xuepu®, DIAO Zhuo,
LI Gongyi', LIANG Jie*, DONG Chuanmin*, WEN Fujun’, LU Wenhe**

(1. Daxinganling Academy of Agriculture and Forestry, Jiagedagi, Heilongjiang 165000, China;
2. Northeast Agricultural University, Harbin, Heilongjiang 150030, China )

Abstract: The random amplified polymorphic DNA procedure (RAPD) was used to assess the genetic diversity for 34
leading potato varieties in Heilongjiang Province, which were to understand the genetic relationship of these leading potato
varieties, and provide the theoretical basis for the breeding of potato varieties. The result showed that there were 135
polymorphic bands amplified with 34 primers, and the polymorphic rate was 73%; these 34 potato varieties were divided into
three classes and seven subclasses, and the genetic distance among 34 potato varieties was ranged from 0.112 to 0.551, with
an average of 0.364. These results suggest that the genetic similarity is high and the genetic base is narrow among leading
potato varieties in Heilongjiang Province.
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Table 1 Thirty—four potato varieties used in this study

G5 SRR G5 ARl R P AR R P AN R
Code Variety Code Variety Code Variety Code Variety
1 TP 10 T 125 19 ekt 525 28 195
2 Wit 11 MfF2 5 20 AR 309 29 LT
3 JRR B2 A1 SR Bk o, 12 HE1S 21 MALT 30 TR 185
4 B 13 T 225 22 T4 31 hR1S
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6 A4 306 15 EVNE| 24 135 33 W52
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Table 2 Numbers of DNA fragments amplified with different primers in 34 potato varieties

519 WAL (5°—3) iR 2 AL ZAMEA(%)
Primer Sequence No. of amplified band/No. of polymorphic band ~ Percentage of polymorphic fragment
S28 GTGACGTAGG 04/03 75.0
S30 GTGATCGCAG 05/03 60.0
S32 TCGGCGATAG 07/07 100.0
545 TGAGCGGACA 03/02 66.7
S51 AGCGCCATTG 05/03 60.0
S55 CATCCGTGCT 04/02 50.0
S60 ACCCGGTCAC 05/03 60.0
S66 GAACGGACTC 08/06 75.0
S70 TGTCTGGGTG 05/04 80.0
S82 GGCACTGAGG 04/02 50.0
S85 CTGAGACGGA 06/04 66.7
S89 CTGACGTCAC 04/02 50.0
5102 TCGGACGTGA 07/05 714
S103 AGACGTCCAC 04/03 75.0
S105 AGTCGTCCCC 07/06 85.7
S106 ACGCATCGCA 06/04 66.7
S111 CTTCCGCAGT 07/06 85.7
S112 ACGCGCATGT 05/04 80.0
S114 ACCAGGTTGG 07/06 85.7
S118 GAATCGGCCA 03/02 66.7
S126 GGGAATTCGG 04/03 75.0
S127 CCGATATCCC 04/03 75.0
5262 ACCCCGCCAA 06/04 66.7
S264 CAGAAGCGGA 03/02 66.7
S265 GGCGGATAAG 09/08 88.9
S304 CCGCTACCGA 06/03 50.0
S343 TCTCCGCTTG 05/05 100.0
S345 CTCCATGGGG 06/04 66.7
S346 TCGTTCCGCA 06/03 50.0
S364 CCGCCCAAAC 04/02 50.0
S367 AGCGAGCAAG 03/02 66.7
S368 GAACACTGGG 06/05 83.3
S376 GAGCGTCGAA 10/08 80.0
S380 GTGTCGCGAG 07/06 85.7
A1 Total 185/135 73.0
2000 bp
1000 bp
750 bp
500 bp
250 bp
100 bp

Mark 4 DI. 2000 DNA Marker; 1~34 KB40 31 0 45 1~34 FrC 00 Th 48 1K)
Mark used was DL 2000 DNA Marker; 1-34 lanes represent 1-34 potato varieties.

Figure 1 Profile of amplified RAPD using primer S376

El1 31483764 1K RAPD Bi%
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Figure 2 Frequency distribution of pairwise genetic distance of 34 potato varieties
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Figure 3 Dendrogram of 34 potato varieties by using UPGMA analysis
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