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Development and Application of High Resolution Melting (HRM) Molecular
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Abstract: Potato amylopectin has important application value in industry. In order to improve the breeding efficiency
of high amylopectin potatoes, it is very important to find efficient and low- cost molecular markers. Through the
establishment of high resolution melting (HRM) molecular marker technology, the genotyping of high amylopectin
mutant 'P24023' and the cultivated varieties 'Kexin 12', 'Atlantic’, 'Shepody', Youjin', 'Zaodabai', 'Donong 303', and the F.
progenies of 'P24023' x 'Kexin 12' was carried out. The results showed that the developed HRM markers could
distinguish seven potato varieties and the F, progenies of 'P24023' x 'Kexin 12', and the results of the marker typing were
in good agreement with the results of gene sequence and starch content. Therefore, HRM molecular markers could be
used in the identification of germpasm resources and molecular assisted breeding of high amylopectin potatoes.
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Table 1 Twelve potato varieties used for polymorphism analysis of GBSS
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Figure 1 Detection of amplification effects of primers gbss—F and gbss—R for potato genomic DNA
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1l.seq GCCTGTTGACAAGAAGATCCCTTT-GAT TGGCTTCATCGGCAGACTTGAGG
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Figure 2 Sequence analysis of amplified products of GBSS locus from 12 potato materials
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Em dash curves represent high resolution melting peaks of 'P group' plants; hollow curves represent high resolution melting peaks of 'K group' plants;

and solid continuous curves represent high resolution melting peaks of 'F, heterozygous group' plants.
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Figure 3 HRM genotyping results of potato populations by ghss—F/gbss—R primer sets
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Figure 4 Amylopectin content of different potato tubers
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