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Genetic Diversity Analysis of Local Potato Varieties in Tibet
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( Vegetable Institute, Tibet Academy of Agriculture and Animal Husbandry Sciences, Lhasa, Tibet 850032, China )

Abstract: The genetic diversity of 24 local potato varieties and one main potato variety were analyzed by
genotyping-by-sequencing (GBS) technology in order to explore the level of genetic diversity and genetic differences of
local potato varieties in Tibet. The observed heterozygosity (Ho) of 25 potato varieties was 0.24, the expected
heterozygosity (He) was 0.19, the effective number of alleles (Ne) was 1.29, the polymorphism information content (PIC)
was 0.16, and the nucleotide diversity (Pl) was 0.19, indicating that the level of genetic diversity of potatoes was low.
The genetic differentiation coefficient, genetic distance, phylogenetic tree, and principal components analysis (PCA)
showed that all the varieties were divided into three groups. There were a high level of genetic differentiation, but some
varieties were low.
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Figure 1 Phylogenetic tree
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