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Abstract: As one of the four major food crops in the world, potato plays an important role in ensuring food supply
and security. Drought stress limits potato output and has a negative impact on its economic benefits. However, at
present, there is a lack of systematic research on the mechanism of drought tolerance in potato. This review systematically
summarized the research on drought tolerance of potato in recent years, which includes four aspects: the impacts of
drought on agronomic characters, the changes of metabolite caused by drought, the impacts of drought on
photosynthesis, and the molecular basis of potato drought tolerance. This review would be a valuable reference for
future researches on potato drought tolerance mechanisms and the selection of high-yielding, stress-tolerant, and high-
quality potato cultivars.
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Figure 1 Effects of drought stress on potato growth and photosynthesis
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Figure 2 Effects of drought stress on biochemical and physiological indexes of potato
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Figure 3 Molecular mechanism of potato response to drought stress
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