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Optimization on Potato Breeding Technology and lts
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Abstract: As the third most important staple crop in the world, potatoes can provide more comprehensive nutrients
required by humans than cereal grains, and are called "perfect food". Excellent potato varieties are of great significance
in ensuring food security and human health. Potato breeding technology has been widely valued. In this review, the
technical points and optimization ideas of traditional tetraploid potato breeding were discussed, including the utilization
value of wild species and introduction technology, successful cases of pre-breeding research, parental selection, early
generation selection and seed potato propagation in traditional tetraploid potato breeding. With the breakthrough of new
agricultural technologies, the hybrid potato variety 'Upotato 1' has shown excellent agronomic characteristics, and potato
breeding technology has more development directions. How to make use of biological advantages such as potato
vegetative reproduction and strong regenerative ability to optimize and upgrade traditional breeding technologies, and
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how to build supporting technologies under the development direction of new breeding technologies will be important

research topics. How to combine the rapid development of big data analysis technology (genomes and phenomes),

transgenic engineering technology and gene editing technology with potato breeding technology to accelerate the

breeding process and obtain target varieties efficiently is a subject worthy of consideration. Finally, the review triggers

thinking on the development of potato breeding technology through successful examples, with the aim of optimizing

current potato breeding technology, accelerating the breeding process, achieving rapid and efficient access to excellent

potato varieties, and addressing future food shortages caused by climate change and population growth.
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